Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.002 Å; R factor = 0.033; wR factor = 0.104; data-to-parameter ratio = 14.0.
Data collection
Agilent Xcalibur Atlas Gemini ultra diffractometer Absorption correction: multi-scan (CrysAlis PRO; Agilent, 2010) T min = 0.573, T max = 1 12982 measured reflections 3007 independent reflections 2648 reflections with I > 3(I) R int = 0.021 Refinement R[F 2 > 2(F 2 )] = 0.033 wR(F 2 ) = 0.104 S = 1.93 3007 reflections 215 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.16 e Å À3 Á min = À0.14 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry code: (i) Àx þ 3 2 ; y þ 1 2 ; Àz À 1 2 .
Data collection: CrysAlis PRO (Agilent, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: Superflip (Palatinus & Chapuis 2007) ; program(s) used to refine structure: JANA2006 (Petříček et al., 2006) ; molecular graphics: DIAMOND (Brandenburg & Putz, 2005) ; software used to prepare material for publication: JANA2006. supplementary materials Acta Cryst. (2012) . E68, o3172 [doi:10.1107/S1600536812042808] 4,4′-Dimethyl-2,2′-[imidazolidine-1,3-diylbis(methylene)]diphenol Augusto Rivera, Luz Stella Nerio, Jaime Ríos-Motta, Monika Kučeraková and Michal Dušek
Comment
The 1,3-imidazolidine system is intriguing because it is present in biologically active molecules with anti-inflammatory and analgesic properties (Sharma et al., 2001) . In our current investigations of factors which influence intramolecular hydrogen bond strength in 1,3-imidazolidine-bridged bis(phenols) (Rivera et al., 2011 (Rivera et al., , 2012 , we turn our attention to title compound (I) because the methyl substituent at the para-position in aromatic rings is an electron-donating group which makes the negative charge of hydroxyl group.
The molecular structure and atom-numbering scheme for (I) are shown in Fig. 1 The imidazolidine ring adopts a twist conformation, with twist about the C9-N2 bond; the puckering parameters (Cremer & Pople, 1975) , Q2 = 0.4008 (13) Å and φ2 = 51.81 (18)°. Intraanular bond lengths (Allen et al., 1987) and angles of (I) are within normal ranges and are comparable to similar structures (Rivera et al., 2011 (Rivera et al., , 2012 . The mean plane of imidazolidine ring defined by N1, C15 and C14 makes a dihedral angle of 72.375 (85)° and 71.644 (96)° with the two pendant aromatic rings, C1/C2/C5/C10/C6/C17 and C3/C4/C7/C13/C16/C12 respectively. The dihedral angle between the phenyl rings is 55.938 (83)°. Its X-ray structure confirms the presence of intramolecular hydrogen bonds between the phenolic hydroxyl groups and nitrogen atoms with graph-set motif S(6) (Bernstein et al., 1995) (Table 1) . The observed N···O distances (Rivera et al., 2011) . This result could indicate that the electro-donating nature of the methyl group at para-position influences the strength of the intra-molecular hydrogen bond.
In the crystal, intermolecular C-H···O hydrogen bonds lead to the formation of chains along the b axis, (Table 1, Fig. 2).
Experimental
For the originally reported synthesis, see: Rivera et al. (1993) 
Refinement
The position of hydrogen atoms attached to carbon were fixed in geometrically expected positions, with C-H distance 0.96 Å. On the other hand, positions of H atoms of OH groups were refined without any restrain or constrain. ADP of all hydrogen atoms were fixed as 1.2 multiple of the equivalent isotropic ADP of their parent atom
Computing details
Data collection: CrysAlis PRO (Agilent, 2010) ; cell refinement: CrysAlis PRO (Agilent, 2010) ; data reduction: CrysAlis PRO (Agilent, 2010) ; program(s) used to solve structure: Superflip (Palatinus & Chapuis 2007) ; program(s) used to refine structure: JANA2006 (Petříček et al., 2006) ; molecular graphics: DIAMOND (Brandenburg & Putz, 2005) ; software used supplementary materials sup-2 Acta Cryst. (2012). E68, o3172
to prepare material for publication: JANA2006 (Petříček et al., 2006) .
Figure 1
A perspective view of the title compound. Displacement ellipsoids are drawn at the 50% probability level and H atoms are shown as small spheres of arbitrary radii. Hydrogen bonds are drawn as dashed lines.
Figure 2
Packing of the molecules of the title compound view along b axis. 
Special details
Experimental. Empirical absorption correction using spherical harmonics, implemented in SCALE3 ABSPACK scaling algorithm. Refinement. The refinement was carried out against all reflections. The conventional R-factor is always based on F. The goodness of fit as well as the weighted R-factor are based on F and F 2 for refinement carried out on F and F 2 , respectively. The threshold expression is used only for calculating R-factors etc. and it is not relevant to the choice of reflections for refinement. The program used for refinement, Jana2006, uses the weighting scheme based on the experimental expectations, see _refine_ls_weighting_details, that does not force S to be one. Therefore the values of S are usually larger than the ones from the SHELX program.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.88856 (7) 0.44965 (9) 0.06241 (5) (6) 0.0268 (6) −0.0008 (4) 0.0086 (5) −0.0036 (4) C19 0.0332 (7) 0.0377 (7) 0.0435 (7) 0.0000 (5) 0.0147 (6) 0.0070 (5) Geometric parameters (Å, º) 
